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RAW SEQUEHCE LISTING DAIL: ll/Oi/lUUi) 

PAThNT APHilCAJlOM: US/09/711,619 TfliL: ll:iC,:4S 
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i <110> APPl.ICANV; /olml , Guimukli S 
4 niilLdiii, Di)b<jq S 

6 <120;- IITLK OF INVBMriON: SORCIHJM DViARFT NG GFNnS AND MCTHOIJS OF USE 

8 <liO; 1-Il.L KLFL'klONCL-: 57l8-10U ( 0 3 57ia/2()5 4 58 ) 

C--> 10 <140> CURRENT APPLICATION NUMBER: US/09/711,619 

C--> 11 <141> CURRENT FILING DATE: 2000-11-13 

13 <15(); PRrOR APPLICATION NUMBKR : 0U/.165,176 

14 <l'il> PRIOR FILING DAIE: 1999-11-12 
16 <16U> NUHHl.R OF SCO Tl) NOS : 9 

la <i70> SOFTWARE: Putentin Ver. 2.1 

20 <210> SLO ID NO: 1 

21 <2 n.> Li:NGTH: 2139 

22 <212> TYPL: DNA 

23 <213> ORGANIKH: Sorghum bicolor 
2 5 <40Q> SF:0UENCE: 1 

26 ctcctrqccq t.<jf.tcccoct cot.rytgqqc qrcaccqtqr Lqcaqaacjat qttcatqaaq 60 

27 qqcttctcqq qqqacctgqa qqccqcqcac qCcaqqqCCM cqcaqatcgc qqgcqaqqrf 



ENTERED 



120 



28 qt:gqccaacr Lgrqoaccqt. gqccgcqttc aacgcgqagc g.-aagatcac qqggntqftc IflO 

29 gaggccadcc tgcqcqgcco qrtcr;qycqc t qc; t-.tct gqa aggygcagaL cgrcqgcaqc 240 

30 qgcLacqqrq r.qgrqraqtL nrr.qctgtac ycgr.cctacq rqcTqgqgoL qLqqLarqcq 300 

31 qc9tqgc1--q<l t.qaaqracqq cqtqtccgac ttct.cgcgca ccat.ccqcgL gLtcafqqtg 360 

32 ctyatqqtqt. ccqccaacgg cgccgccgaq argctgacgc tggcgccgya ct.t.tqtcaa g 120 

33 ggcggqcgcg rgatgcggtr cgtgttcgag arcatcyacc ggaaaacgga ggtqgagcrc 480 

34 qacqacqtqq acqcqqogcr qgLqccqqaq cqgoccaaqq qrgagyt.gga gcCqaaqcac 540 

35 qtgqacLfcL cqtaccrgtc qcqqccqgac aLocagqtql: tccqcqacct gagcctccgg 500 

36 ycycgcgccq qqadqacgc;t. ygrqctqgr.q qgtrcgagcg ggtycgqcaa gagctcggtg 660 

37 ctyqcqctqg rgcagcqgtf. cCaogaqccc argt.ccqgqc yrgtgct.cct gqacggraaq 720 
3a gacgtqrqca agtaoaa..r:t. yogqgcgctg cggcycgl.qg t.gyrgyLgql. gccycaygag 780 
39 ccqLLcctgL Lcgcgqoqay catccacgac aacaf.cgcgL acyggcgcga gggcycgacg 



840 
q 900 
960 




4 0 qagqcgqaqq tgqrgyaqqc qgrqactcaa ycgaacgcgo accgqttcat ctcgqcycf 

41 ccgqagqgct. acgqgacgcu agtyggcgag cgcgggytgc aqctgtcggq cggyr-aycgq 

4 2 cagcggal-.e-g cqatcgogcg rgcgctggtg aaqcaagcqg crat.cafgcc qctqqargay 1020 

4 3 gcqaccagcg cqctqgaccc gagtcygagc qqLg<ictcLt cgaggccaac cttrgcgycc 1080 

11 cgcLccggcq cLt qltrtqq aagqiiqcaga tcgcqggaac qqtacgqycq tqqt:ycaqt I. lUO 

4 5 cttgctgacg rgf.cc f.acqc qcttgqqgtt ttggt.acccc gcgtgyctag tgaagcacgy 1200 

46 gtoLrcgacL I.Pcgcgrarc aLccgqgtqL LcaLqqLqcL gaLgqtgLcc qccaoogqcg 1260 

47 ccqccgaqac gct g.ingcl g gc-jrcqyart Ltytcaaggg cgqgcgnyng atgrgytccrg 1320 

48 tgtLcgagac cntcgaorgg aaaacggagg Lggagcccga cgacgtyqao gcygcgccqq 1380 

49 tgccggaqcg gc-r-raaqgyr gjq<itgqaqc tqaaqracyt gqactf.rtcq f.acc;cgt.rgr 14 10 

50 gycoqgacaL ccagy I g Lt f rycgaccLga gccl.cogygr goyrgcrggg aagacjcLyg 1500 

51 cgctgqUqqq Lcrgaqcqgq l.q<-gqcaaqa gctcggtgrL qqcgclgytg caqrgql.tr:L 1560 

52 acqaycccac gl.i-cqqgrgi; glqci.ncLgg acggcjaagga cgt.gcgcaag Lacaacctyc 1620 

53 qqgcyrLgcq qcqrqiqglq qrqqiqqtqc cqcaqqaqcr qt.trctqt.tr; qcgqcgaqra 1680 

54 icracganan natcgngt.ic gyqrgrgaqg ycgcqacyya ggcggaggt.g ylggaqycqg 1740 

55 cqacqcaqqc qadCqcqcdr cqqlLcaLcL cqqcqcLqcc qqaqgqcLao qq.jacycagg 1800 

56 tgggcgagcq cqgggl.gcag ctyLcggyrq gqcagcgqra gcggar.r.gcg atcycgcycg 1 860 j—. 

57 ctgqtaagca qcgyccatcg UjctgcLyga cyaqgcgacc aycgcgctigg acgccgagLc 1920 -^-J c_ 



1800 O 



o 
o 

3 
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qqaqcijql.qr qtqCcUjqaqq cqc t q qa tj ccj 
tjgcqcdccqq ctqqcciicqij Lgcqcqqcqr 
qqt:qqcqqaq c.-jq»jqqtcqc act cqCdCCt 
qrqcjatijotq '.-agctgcaqc gqctqacqg<i 
<210> SEQ ID NO: 2 
<211> LLHGJII: 12C7 
<212> lYHl: DNA 

<213> OHGANISM: Soryhum bi color 

<400> st:QULH(:i;: 2 



r.8 
'jy 

riO 
61 
64 
65 
Ob 

69 

70 ctcctcgccq tgUlcccqct cgLcgLgqgr 

71 qqctLctcqq qggaortqqd gqccqrqoao 

72 qtqqcraacc tqcqcaccqt qqccqcqttc 
idq<iccciacc tqcqcgqccc gctcrgqcgc 



cqfqqqqt.cc qqqrqciJCCa catrqlqqt 19R0 

qrdcaccaLc qrgqtcutcq argacqgcaa 2040 

ijctcaaqccic catt-ccgacq qqt.qotacgc 2100 

cqcqqcqqc 21J9 



7 3 
7-1 
75 
7t. 
77 
78 
70 
80 

8 1 
82 
83 
8 4 
85 
86 

8 7 
88 
89 
90 
91 

9 4 
9 5 
9& 
97 

9 0 

100 

101 

1 OJ 

1 0-1 

105 

106 

108 

1 0') 

110 

1 12 

113 

114 

116 



qgctarqqcq tggrqcag tt cct--qct.qtar 

gcqtcigcLgq liqaaqcacgq cq l.g tccgac 

ctqatqqtqt ccqcqaarqq qcqccr-qcrq 

aqtjcicgqgcq cqcqatqcgq tcgcit.gtf,cq 

ccgncqacqL ggacgcggcq ccggtqr:cgq 

acgf.qgact 1: ctcgtarccg fcgcqgrcgg 

qtqcqcqcqc cqqqaagdCq Ctqqcqctgq 

tqctqgctct gqtqcaqoyq ttc'1;rtraagc 

agacgt.qcgc aaaaacaacc t.Lcgqgcgt.t. 

rc<:ntrtcct qttrgcgqcq aagaatccac 

acqgaqgcgg aqgtqqtqqa gqcggcyqcg 

Otgccgqaaq qgqtactqqiJ cqcaqaaqgq 

cggcagcgga LcgogaLcgc grgcgcgct.g 

aggcqarcaq cgcqctgqac gccqaqt.cqq 

cqggqtccyq grgcacracc atcgtggt.gq 

acaccat-cgc ggtc-at.cgac gacggcaagq 

tcaagcacca tcccgacggg tgrtacgcqc 
cggcqgc 

<210;- SKQ 115 NO: 3 
LENGTH: 1261 
TYPE : DNA 



qrraccg tgc 
gccaqgqccd 
aacqcqqaqc 
tqctt-ctgga 
gcqlcct.acg 
Ltctcgcqrd 
aqacqctqac 
aqacqaV.cga 
aqcqgocqaq 
aratccaqgt 
tqqqqccqaq 
ccacqtccyq 
crggcgcat.t 
yagaacatcq 
caqgcqaacg 
cqaqcgcqqq 
q t.gaagcagr 
agcqql.qcq t 
cgcaccgqct 
t.ggcggagca 
ggatgctgca 



tgcagaagat 
cqcagdl.cqc 
qcaaqatcac 
aqgqqcaqat 
cqcr qqqgc;t 
i-Cd L ccgcgL 
qctqqcqccq 
ccgcaaqdcq 
qqqcqaqgtq 
q t-.t.nrgcqar 
cqqqtgcqqc 
qcqcqlgttc 
gt.l-.gcqgligg 
cqcacgqqcg 
cqcaccggtt 
qt gcacctqt 
qgccaLcgty 
qcagqaqgcg 
gqccacgqtg 
qggqtcqcac 
gctgcagcgg 



<211> 
<212> 
<213> 
<220> 



ORGANISM : 
FRATURK: 

<22i> nahe/f;ey 

<222> LOCATION 
<4n0> SEQUENCE 



Sorqhiim bi color 



CDS 
(1) ■ 



(12--15) 



gt Lea Lyaaq 
qqqcqagqCC 
gcigqcLqtIC 
cqccqgcagc 
qtgqtanqcq 
ytLcaLggLg 
qacttcat ca 
yaggtgqagc 
qagcLqaagc 
cMiqa gcctcc 
aaqaqctcgq 
ttgacqgcaa 
t.acccaagaa 
agaqqqcqcL 
ca Lcgcggcg 
cqgqqgqcaq 

cLgcLggacg 
r Lqqagcqcq 
cgcggcgcgc 
tcgcacctgc 
cLgacgggcg 



60 

120 

180 

210 

300 

iGO 

A20 

480 

54 0 

6 00 

660 

720 

780 

840 

900 

960 

1020 

108 0 

11.40 

1200 

1260 

1267 



etc 
Leu 
1 

atq 
MeL 



etc 
Leu 



tt c 



goc 
Ala 



atq 
Me L 



acq caq 
Ihr Gin 

35 

LLC aac 



yLg 
Val 

aaq 
Ly-s 
20 
ate 
Hi? 



t tc 
Plip 



qqc 
Giy 



qcq 

Ala 



erg 
l=ro 

ttr 
Pile 

gqc 

Gly 



cLc 
Leu 



teg 
Ser 



gag 

Clu 



ycg gag cgc day 



qt C 
val 

gqg 
Gly 

qcc 
Ala 

40 
d Lc 



qLg qgc qcc acc gLq cLg caq aag 

Val Gly Ala Vhr Val Leu Gin Lys 

10 15 

qac ctq gag gcc qrg cac gcc aqq 

Asp Leii Glu Ala Ala His Ala Arg 

25 30 

qLg grr aac ct<i cgc acc gty qcc 

Val Ala ASH Leu Arg Tlir Val Ala 



96 



114 



acq gyg cLg LLC gay gcc aac cLy 192 
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PAll.Nl Al>i-l irnllKiN: US/09/71L,619 llliC: 11:36:15 

Inpur Sit : A:\2054581.app 

Output Set: N:\CRF3\12042000\I7H619.raw 

.117 Ala Phc Asn Ala Gin Axq Lys Lie. Ilir Gly Leu Phe Glu Ala Asa Lfii 
lia •^'> 'ib 60 

IJO cqc qqc CCq etc Ciji) rqc tqo t tc tqq duq cjqq carj atC qcc qqc aqc 240 

121 Arq Cly Pro U'U Arq Aj q Cvs I'hc Iri. l.vs Glv Gin lli- Ala Glv Sc-r 

122 65 70 75 " 80 

124 gyc L.ic yqc qty qcq c-ay Lie cUj clq tac qcy Lcc Lac qcq cLy qqq 2«il 

125 Gly lyr Gly V.il Alu Glji Hlie l.nu l.eu Tv'r Aid Sec lyt Ala Leu Gl -■ 

126 8=5 90 95 

128 rtq tqq ta<: qcg qrq Lqq ctq qtq aaq cac qqc gtcj tec tjac ttc tcq i36 

129 Leu trp lyr Ala Ala Irp Lou Val Lys His Gly VjI Ser Asp Phi' Se£ 

130 100 105 110 

1J2 cqc ace d Lc eqe qtq ttc atq qtq ctq dtq qtq tec qcc aac qqc qec 3B4 
133 Arq ihr lie Arq Val I'hc Mc^t Val Leu Met Val. Sor Ala Asii Gly Ala 
1^1 115 120 125 

130 qcc ydq dc:g clq dcq cLy ycq ecy gdc Ltt cjtc day yge yqq (mjc yeq 432 

137 Ala Glu Thr Leu Thr Leu Ala Pro Asp Phe Val Lvs Gly Gly Arq Ala 

138 130 1.15 140 

140 atq cqq Lcc qtq LLc qag acc ate qac egq aaa acq yaq gLq qag cce 480 

141 Met Arq Ker Val Phfs Glu Tlir lie Asp Arg Lvs Thr Glu Val Glu Pro 

142 11'^ ISn 155 ifio 

144 qac gae qty qac ycq qcq ecq qtq eeg gag cqq ccc aaq yqe qaq qtq 528 

145 Asp Asp Val Asp Ala Ala Pro Val Pro Glu Arg Pro Lys Gly Glu Val 

146 105 170 ' 175 

148 qag ctq dag cac qty qae ttc try tac ccg teg eyg ccy gac ate cay 576 

149 Glu Leu Lys His Val Asp Phe Ser Lyr Pro Ser Arg Pro Asp lie Gin 

150 Jtu) 185 190 

152 qtq tic cqc gac rtq aqr etc cqq qcq cge qce qqq aag acq ctq qcq f,24 

153 Val Phe Arg Asp Leu Ser Leu Arq Ala Arq Ala Gly Lys Thr Leu AJd 

154 195 200 205 

156 ctg qlg ggt ccg ago qyg tg.; gqc aag age teg gty ctg gcg ctg gtg 672 

157 Leu val Gly Pro Scr Gly c:ys Gly Lys Ser Ser Val Leu Aid Leu Val 

158 210 215 220 

160 cag egg ttc tac gag cee acq tec ggg cge gtg etc ctg gac ggc aag 720 

161 Gin Arg Phe lyr Glu Pro ihr Ser Cly Arq Val Leu Leu Asp Gly Lys 
1S2 225 230 235 240 

164 gac qtq cqc aaq tae aac rtg cqq qcq clq egg cge gtg gtg gcg qtq 768 

165 Asp Val Arq Lys Tyr Asn Leu Arq Ala Leu Arg Arq Val Val Ala Val 
IfiS 245 250 255 

168 gcg ccg ray gag ccq \ tr ct.q ttc gcg gcg age ate cao gac aac ate 816 

169 Ala Pro Gin Glu Pro Phe Leu Phe Ala Ala Ser lie His Asp Asn Tie 

170 260 265 270 

172 geq tae ggq cqc qag ggc gey aeg gag gcg gag gtg gtg qag qcg geq 864 

173 Ala lyr Gly Arg Glu Gly Ala llir Glu Ala Glu Val Val Glu Ala Ala 
l^l 275 280 285 

176 aeg cag gcg aac gcg cac cgq ttc aLc gcg gcg ctg ccg gag ggc tac 912 

177 Thr Gin Ala Asn Ala His Arq Phe lie Ala Ala Leu Pro Glu Gly Tyr 

178 290 295 300 

180 gqg acq eag qtq ggc gag cge qgg gtg ,g ctq teg ggc ggg cag egq 960 

181 Gly Ihr Gin Val Gly Glu Arg Gly Val Gin Leu Ser Gly Gly Gin Arg 
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182 


105 










310 










as 










J2U 




1B4 




cqg 


ate 


qcg 


otc 


gcg 


cgc 


get. 


qgt 


aaq 


cag 


cgq 


era 


Leg 


tqc 


Iqc 


lUUb 


IHS 


Gin 




Tie 


Ala 


1 1 e 


Ala 


Ai q 


Ala 


Gly 


l.;'S 


Gin 


Arg 


Pro 


Sor 


Cys 


Cys 




i8C 










12 5 










330 










3 ?5 




laij 


rqcj 


acq 


jqg 


eg a 


ecu 


<i<-9 


cqc 


tqq 


acq 


ce<| 


atjt 


cgq 


age 


ggt 


geq 


Iqe 


10 5f. 


18<J 


dp 


ihr 


Arg 


Ary 


I To 


Ala 


Arq 


1 rp 


llir 


Pro 


Scr 


Arq 


Sor 


Gly 


Ala 


Cys 




190 








34 0 










345 










350 








192 


dgcj 


aqq 


cqc 


l:gg 


aqc 


qr.q 


egg 


qqt 


i-eg 


qqc 


gca 


eea 


cca 


teg 


tgq 


tqg 


.1 1 04 


iy;{ 


Arq 


Arg 


Arg 


J rp 


Ser 


Ala 


Arq 


r,ly 


Pro 


(Uy 


Ala 


Pro 


Pro 


Ser 


irp 


irp 










355 










3C0 










36 5 






190 


'.-qc 


acc 


qgc 


tqq 


cca 


egg 


tgc 




qcq 


cgc 


acd 


cca 


l.cg 


egg 


LCd 


t eg 


1152 


197 


Arq 


llir 


Gly 


Trp 


Pro 


Ar<) 


Cvs 


Aid 


Ala 


Arq 


ihr 


Pro 


Ser 


Arq 


Ser 


Ser 




193 




170 










375 










380 










2nu 


af:q 


acq 


qca 


aqq 


tgq 


egg 


age 


aqq 


qqt 


cqc 


art 


cqc 


acc 


tgc 


tea 


aqc 


] 200 


jni 


Ihr 


riix 


Ala 


Arq 


Tip 




Ser 


Arq 


Gl7 


Arg 


Ihr 


Aig 


Ihr 


Cys 


Ser 


Ser 




202 


38 5 










390 










395 






400 




204 




ate 


c:c<) 


acq 


qgt 


got 


acq 


cge 


qqa 


f-ge 


tqc 


age 


tqc 


age 


gqe 




1245 


JOS 


Ihr 


lie 


Pro 


rhr 


cay 


Ala 


Ihr 


Arq 


(ay 


Cys 


c:/s 


Ser 


Cys 


Ser 


Cly 






2 01, 










405 










4 1 0 








4 1 5 







208 tqaeqqqcqc qqcqqc 

2 1 1 <2.1 0> SEQ ID NO: 4 

212 <211> LENGTH: 415 

213 C2]2> TYPE: PRT 

211 <213> ORGANISM: Sorqlmra bicolor 

216 <400> SF:QUr:NCfJ: 4 



217 


Leu 


Leu 


Ala 


Val 


Phe 


Pro 


Leu 


Yd 1 


Val 


Gly 


.Ala 


Tlir 


Val 


Leu 


Gin 


Lys 


2: 8 


] 








5 










10 










15 




220 


Me t 


Pile 


Met 


Lys 


Gly 


Phe 


Ser 


Gly 


Asp 


Leu 


Giu 


Aid 


Al a 


His 


Ala 


Arg 


221 








20 










25 










30 




22.i 


Ala 


Ihr 


Gin 


lie 


Ala 


Giy 


Glu 


Ala 


Val 


Ala 


Asn 


Leo 


Arg 


Thr 


Val 


Ala 


224 






3 5 










4 0 










4 5 








226 


Ala 


Phe 


Asn 


Al a 


Giu 


Arq 


Lva 


He 


Thr 


Gly 


Leu 


Phe 


Gl u 


Ala 


Asn 


Leu 


227 




50 










55 










60 










229 


Arq 


Gly 


Pro 


Lou 


Arg 


Arg 


Cys 


Phe 


irp 


Lys 


Gly 


Gin 


Ho 


AJ a 


Giy 


Ser 


230 


65 










70 










75 








80 


232 


Gly 


Tyr 


Gly 


Val 


Ala 


Gl n 


Phe 


Lou 


I.CU 


lyr 


Ala 


Se r 


Tyr 


Aia 


Leii 


Gly 


233 










85 










90 










9 5 




235 


Leu 


Trp 


ryr 


Ala 


Ala 


irp 


Leu 


Val 


Lys 


ills 


Giy 


Val 


Ser 


Asp 


Phe 


Ser 


236 








too 










105 










1 ] 0 






238 


Arg 


Thr 


lie 


Arg 


Va 1 


Phe 


Met 


Val 


Leu 


Met 


Val 


Ser 


Ala 


Asn 


Gly 


Ala 


239 






n5 










1 20 










125 








24 1 


Ala 


Gl u 


Thr 


Lou 


Thr 


leu 


A] a 


Pro 


.Asp 


Phe 


Val 


Lys 


Gly 


Gly 


Arg 


Aia 


242 




130 










135 










140 








244 


Met. 


.'^rg 


Her 


Val 


Phe 


Gl 11 


Thr 


Lie 


Asp 


■Arg 


l.y.s 


T h c 


Glu 


Val 


Glu 


Pro 


24 5 


1 15 










1 50 










] 55 










160 


24 7 


A.sp 


Asp 


Val 


Asp 


Ala 


Ala 


Pro 


Val 


Pro 


Glu 


Arg 


Pro 


lys 


Gly 


Glu 


Val 


248 










16 5 










170 










175 




2 50 


Gl 11 


Leu 


Lys 


Hi s 


Va 1 


Asp 


Phe 


Ser 


Tyr 


Pro 


Ser 


Arg 


Pro 


Asp 


Tie 


Gin 



25! laO 185 .190 
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RAW SEQUENCE LISTING DAll. : J 2/0 J 

PAILNI APHLICAJIOII: US/09/7 H , 619 I IKU : ll:ir,:4r< 

JiipuL SPt : A:\2054 581.app 

output Srt: H:\CRF3\12042000\I711619.raw 

253 Vdl Hlip Arij Asp Leu Ser Leu Arg Ala Arq Ala GIv Lys rhr Leu ;.>la 

200 ■ 205 

25,', Leu Val OJy Pro Ser Gly Cvs Gly Lvs Ser Ser Val Leu Ala Leu Va J 
257 210 215 220 

259 Gin Arq Pile iyr Glu Pro Thr Scr Glv Arq Val Lpu Leu A-3p Gl^• Lvs 

260 225 230 2*5 - ■> , 

2b2 Asp val Arq Lys 1 yr Asn Leu Arq Ala Leu Arq Arq Val Val Ala Val 
2f'3 245 250 255 

265 Ala Fro Gin Glu Pro Plie Lpu Pho Ala Ala Ser lie His Asp Asn He 

266 260 265 270 

268 Ala Tyr Gly Arq Glu Gly Ala Ihr Giu Ala Glu Vdl Val Glu Aid Ala 

269 275 280 285 

2/1 llir Gin Ala Asn Ala His Arq Phe He Ala Ala Leu Pro Glu Gly ivr 
272 290 295 30a 

274 Gly Ihr Glu Val Gly Glu Ary Gly Val Gin Leu Sfr Gly Gly Glu Am 
2^5 305 310 315 320 

277 Gin Arq He Ala He Ala Arg Ala Gly Lys Gin Arq Pro Ser rys Cs 
325 330 3 35 

280 Trp Thr Arg Arq Pro Ala Arg Trp Thr Pro Ser Arg Ser Gly Ala Cys 

281 340 345 3gjj 

283 Arq Arg Arq Trp Ser Ala Arg Gly Pro Gly Ala Pro Pro Ser Irp 1 rp 

355 360 3f,5 

28G Ax-q Thr Gly Trp Pro Arg Cys Ala Ala Arq Thr Pro Ser Arq Ser Ser 
287 370 375 

289 Thr Ihr Ala Arq Trp Arq Ser Arq Gly Arq ilir Ary rhr Cys Ser qer 
250 385 390 395 40O 

292 Thr Tie Pro Thr Gly Ala Thr Arg Gly Cvs Cys Sor Cvs Scr CI- 
29 3 405 410 ' 415 

297 <210> SEO ID NO: 5 

298 <2H> LENGTH: 26 

299 <212> TYPE: DNA 

300 <213> ORGANISM: ArLificial Sequence 

302 <220> FEATURE; 

303 <223> OTHER INLORMAHON : Description oi Artificial Sequence : oJ iqouucleot i de 
3^'' prriner desi.gned Irotii sequence of 7.ea mays Br7 genp 

306 <4 00> SEQUENCC: 5 

307 ctcctcgccg tgttcccgct cqtcqt. 26 

310 <210> SEC) ID NO: 6 

311 <2H> LFNGTH: 17 

312 <212> TYPE: DNA 

313 <213> ORGANISM: Artiiicial Sequence 

315 <220> FEATURE: 

316 <223> OTHER INFORMATION: Description of Artificial Sequence : oliqonucleotide 

317 prrmer desi.gned from sequence of Zea raavs Br' gene 

319 <4 00> SEQUENCE: 6 

320 qf:cqccgctic crqtrag , -, 
32.1 <2in> SEO ID NO: 7 

324 <21 1; I.EMGIH : 6827 

325 <212> TYPE: DNA 
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VERIFICATION SUMJIARY jjAiL: 12/04/JOOO 

I'AIfJNJ /..PHl.JCAi l(;rJ: US/09/711,619 1 IMF: 11:36:« 

Tnpul. Sot : A:\2054581.app 

Output SfU: N:\CRF3\12042O0O\1711S19.ravj 

C: Curr.'iiL ApplicaLioii Number differs, KepldCf.i Appl ic-aLioii Number 
C: Ciirroiit rliincj Date differs, Replaced CurronL riling DdLc 
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